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In recent years, conservation concerns have gradually risen, more critically endangered marine life including sea
turtles and sharks were listed on the IUCN red list. However, some fishermen may still harm the endangered marine life
without knowing the endangered species, or with unconscious fishing activities. Therefore, how to keep long-term monitoring
and to detect the endangered species from fishery catches effectively and economically, is an essential issue in future
conservation management.  Environmental DNA (eDNA) is organic materials that remain in the environment and comes
from various organisms in the habitat. Survey of marine organisms by using environmental DNA is popular, especially when
species that are vastly inhabited and difficult to observe. Through the development of PCR and DNA sequencing techniques,
we can identify target species without capturing specimens. Moreover, non-specific, multi-species identification also
possible to achieved by DNA barcoding and next-generation sequencing techniques. We used environmental DNA and
metabarcoding technology for four-year investigations and found 1912 species and several endangered marine life- from
fishing ports (DaXi, NanFangAo, ShenAo, HePing Island, DongGang, KeZaiLiao, HuaLien, FuGang, ZhuWei, NanLiao,
WuQi, MaGong, SuoGang), and seafood (fish jelly and Surimi). This project will help to clarify whether there is unintentional
or conscious illegal capture.

Key words : fishery, endangered, conservation, molecular marker, DNA barcoding
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